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Serum albumin, Circular dichroism: 273 


Polyelectrolyte 
Conformational transition, Succinoglycan 
polysaccharide: 195 
Polyesters 
Pseudomonas oleovorans, N.m.t. spectro- 
scopy: 92 
Polypeptides 
Degradation, Papain: 241 
Polysaccharide 
Welan, Rheology: 379 
Polysaccharide structure 
Exopolysaccharide, Genetic analyses: 67 
Polyuronic acids 
Proton dissociation, Thermodynamics: 170 
Protein chain 
Fractal dimenson, Conformational entropy: 
374 
Protein conformation 
Fractal analysis, Fracton: 6 
Protein structure 
Histone H!, GOR method: 177 
Protein—protein interactions 
Surface shear viscometry, Milk protein 
films: 189 
Proteoglycans 
Low density lipoproteins, Atherosclerosis: 
213 
Proton dissociation 
Polyuronic acids, Thermodynamics: 170 
roe ans 


Unsaturated polyesters, Micro-organism: 
8 


Polyesters, N.m.r. spectroscopy: 92 


Random coils 
Glycopeptides, Conformation: 41 
Resins 
Marine adhesives, M ytilus edulis, 139 
Rheology 
N-(carboxymethyl) chitosan, Gel: 9 
Succinoglycan polysaccharide, Structural 
transition: 201 
Gelatin, Gel: 233 
Polysaccharide, Welan: 379 
Rotary shadowing 
Electron microscopy, Corneal proteogly- 
cans: 180 


$100 protein 
Ca**-binding protein, 19 F n.m.r.: 185 
Serum albumin 
Circular dichroism, Poly-L-lysine: 273 
Serum-free medium 
Endothelial cells, Fermentation: 153 
Single crystals 
Amylose, Electron diffraction: 25 
Chitosan, Electron diffraction: 289 
Soap stock oil 
Exopolysaccharides, Acinetobacter calco- 
aceticus: 145 
Sol-gel diagrams 
Calcium-induced gelation, Thermodynamic 
parameters: 14 
Spherulites 
Amylase, Crystal melting: 359 
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5S ribosomal RNA 
Bony fish, Thermal melting: 35 
Structural alteration 
Transition temperature, Low density lipo- 
proteins: 207 
Structural transition 
Succinoglycan polysaccharide, Rheology: 
201 


Structure 
Lupinus luteus, Nuclease: 321 
B-Structure 
Photochromism, Azo aromatic polypep- 
tides: 257 
Succinoglycan polysaccharide 
Conformational transition, Polyelectrolyte: 
195 
Rheology, Structural transition: 201 
Surface shear viscometry 
Protein—protein interactions, Milk protein 
films: 189 


Thermal denaturation 
Bovine serum albumin, Differential scan- 
ning calorimetry: 263 
Thermal melting 
Bony fish, 5S ribosomal RNA: 35 
Thermal properties 
Biopolymers, Viscoelasticity: 112 
Thermodynamic parameters 
Calcium-induced gelation, 
diagrams: 14 
Thermodynamics 
Polyuronic acids, Proton dissociation: 170 
Transition temperatures 
Structural alteration, Low density lipopro- 
teins: 207 
Tryptophan 
Lipids, Conformation: 251 
Twist angles 
DNA, Double helix: 226 


Sol-gel 


Unsaturated polyesters 
Pseud l ans, Micro-organism: 
85 
U.v. fluorescence 
Calpain, Calmodulin antagonists: 269 


Viscoelasticity 
Biopolymers, Thermal properties: 112 


Welan 

Polysaccharides, Rheology: 379 
Whey 

Lactoferrin, B-lactoglobulin: 2 


X-ray crystallography 
Carbonic anhydrase, acetazolamide: 342 
X-ray diffraction 
Pea xyloglucan, Conformational analysis: 
218 
Poly(£-hydroxyalkanoates), Helical confor- 
mation: 158 
Xanthan 
Intrinsic viscosity, Microbial polysaccha- 
ride: 71 


